is characterised by musculo-skeletal defects in forelimbs. Our results suggest that a focus on connective tissue is needed to understand its roles in morphogenetic processes and the aetiology of diseases affecting soft tissue formation.
expression is controlled by the gene regulatory network. Regulatory modules can be located in introns, exons or non-coding DNA regions, sometimes far away from the gene. In this work, we used comparative analysis of genomes to identify several highly-conserved non-coding DNA regions (HCNRs) located upstream and downstream of Msx1, and tested their ability for regulating Msx1 expression specifically in the pretectal region.
This kind of approach is necessary for illuminating the specific regulatory network that patterns dorsoventral subdivisions in the pretectum, and possibly also in other CNS domains.
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Ministry of Health), and MEC grant BFU2005-09378-C02-01 to L.P. 2. Endocytic machinery has a precise patterned organisation during GBE:
-it is enriched apically at the junctions only is some regions of the embryo;
-it is enriched in the shrinking junctions. 
